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GC Image is a powerful and dynamic software developed to handle
GCXGC data. The complexity and information density typical of two-di-
mensional separations require advanced, high-performing software.
The GC Image software package answers these needs and allows visualiz-
ing, processing, and analysing 2D data with a rich variety of tools and
functionalities. Key features include excellent versatility, support for var-
ious data formats, and high flexibility.

GC Image offers intelligent and versatile data processing capabilities
ranging from the most basic routine operations - integration, spectral
search, quantification - to advanced tools for multi-sample class compar-
ison. Dedicated interfaces enable qualitative and quantitative automated
workflows capable of meeting all analytical needs.

A UNIVERSAL PLATFORM

GC Image is a universal software package de- [J Scan-based systems (quadrupole)
veloped to ensure maximum flexibility. It is 1 Time-of-Flight (TOF), including high-and
possible to import and process numerous data low-resolution QTOF systems.

formats to guarantee compatibility with diver- G mage Software is available in two versions:

sified instrumental platforms based on differ-

B GC Image GCxGC Edition for use with the
ent modulators or detectors. Supported detec-

most common detectors, including low-reso-

tor types include: lution mass spectrometers.

m Universal detectors such as FID and TCD ¥ GC Image GCxGC-HRMS Edition which sup-

B Selector detectors (SCD, ECD, VUV and more) ports all data formats of the standard ver-

B Mass spectrometers based on different oper- sion plus high-resolution mass spectrome-
ating principles: try.

GCXGC-MSD system with
Agilent flow modulator

GCxGC-QTOF system with
ZOEX thermal modulator




ADVANCED FLEXIBILITY

AND PERFORMANCE

The software package includes three compo-

nents:

B GClImage
for visualization, method development,
analysis, and reporting of individual chro-
matograms.

B GC Project
for automated processing of multiple chro-
matograms (batch processing).

B Image Investigator
for automated and interactive multivariate
analysis of multi-sample datasets for sam-
ple classification, fingerprinting, and mark-

er compound discovery.
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The synergy between these interfaces facili-
tates automated qualitative and quantitative

workflows for targeted analysis and untarget-

ed screening.

The functions offered range from the most

basic yet essential operations to advanced

processing tools. These include:

B Image creation (colour plot) - import, color-
ization

B Visualization - Multi-projection axes view,
3D view

H Baseline correction and peak integration

B Library search for compound identification

B Smart templates based on two-dimensional
peaks and geometrical areas for interactive
determination of target compounds and
groups of interest

B Calibration curves and quantification

B Image comparisons

B Scripting to filter and extract chromatograph-
ic and spectral features (CLIC expressions)

B Automated, interactive multi-sample com-
parison, clustering, and marker identifica-
tion.

Main screen

Drop-down menus and a set of icons provide
quick and intuitive access to tools and func-
tions. It is possible to switch with a simple click
between different modes to manage blobs,
spectra, and graphics that can be readily drawn
for swift and easy determination of chromato-
graphic areas related to chemical classes.
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Colourization

It is possible to choose among a variety of
pre-defined colour palettes to optimize visual-
ization as desired.

In addition, user can create, save, and export
their own customised colour schemes.

Visualization 3D, multi-projections O
Multiple visualization modes enable the ex- P==
ploration of the chromatographic profile and
two-dimensional peaks in a dynamic fashion.
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MS spectra library search (EfrE
MS spectra can be searched against commer- _ :
cial and customized libraries. Search parame- | '
ters and criteria can be tuned by the operator -+ | 4

to maximize the reliability of the identifica- Rl oo
tion process. & | s




Blob metadata [STor— e
Information linked to the two-dimensional T i i
peaks (name, group, quantifier ion etc.) can be | = :3111_=w
visualized and modified. Transfer of this meta- s e :fn:m
data into other chromatograms is enabled by e 3
smart templates. e
;--- [ Yoot cat
Blob table and blob set table St <
Readily customized tables summarize quali-/ L Py W] o j
quantitative chemical information for peaks
and groups. It is possible to export as xls or E— =
.csv data files. ol
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Templates

Templates define chromatographic patternin
terms of peaks and areas, including the cor-
responding metadata (name, group, quantifi-
er ion etc.). This information can be searched
for and recognised in subsequent images by
means of a smart, interactive process. In case
of positive match, metadata are seamlessly
transferred to the new image.

Transfer of a chromatographic pattern and
corresponding information for a standard
allergens mix acquired with thermal modula-
tion (Zoex) and parallel detection.

Images refer to two MS signals obtained with
a BenchTOF-Select™ instrument with Tan-
dem lonization (SepSolve) - at 70 and 12 eV,
respectively - and a FID detector.

The workflow includes identification through
the MS channel to build a detailed and accu-
rate pattern for the targets. Information is
transferred to the FID signal channel for ro-
bust quantification by means of smart algo-
rithms that use global pattern transforma-

tion to adapt to different elution conditions. Aknowledgment: Chiara Cordero, Elena Gabetti, Carlo Bicchi,
Philippe Merle, Emilie Belhassen (2019). GCxGC with parallel detec-
tion by FID and TOF MS featuring tandem ionization: extra-dimen-
sions for great flexibility in fragrance allergens profiling. In: 43
International Symposium on Capillary Chromatography & the 16th
GCxGC Symposium. Fort Worth, Texas, USA Editors: Daniel W. Arm-
strong and Kevin A. Schug, Fort Worth, Texas, USA, 12-17 May 2019.




Method development e

An interactive interface allows quick and ac- ] e
cessible method development. The individual sl s SRR e e
steps of interest are simply added with a few s i R P
clicks. _— i
Visual comparison tools overlaid chromatograms, where colorized pix-
Differential Image, Pair View els represent signal intensity for the sample
Easy yet effective comparison of the 2D pro- ~ compared to the reference image.

files is enabled by multiple tools. These include
Side-by-Side visualization and the possibility
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to create differential images between two kL
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Reliable quantification [2E=A) T ] _ =
Dedicated workflows are available to build = i n
calibration curves for peaks or areas. Tables i | =
and calibration methods can be created, =1 L=
saved and exported for quantification and re- - =
porting of individual or multiple images. ki EECEU R o =




Results overview

Results can be reviewed through pre-
defined multi-window interfaces for a quick,
at-a-glance overview of chromatographic or
spectral features. It is possible to customize
layout to meet specific needs.

GC Image GCxGC-HRMS Edition st iy — .
This version offers tools for high-resolution ' : =]
mass spectrometry, such as a formula gener-
ator to link accurate mass data to formulas,
with full control over elemental composition
and isotopic profile evaluation.
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Automated data processing and comparative -
reporting for multiple runs for a quick over- e
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view of sequences. b z .
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Image Investigator

Interactive multi-sample analysis with visual
and statistical tools. The user can examine
chromatograms focusing on components or
attributes of interest. The interface enables
the creation of trend plots, clusterization
(PCA) and marker discovery based on statisti-
cal analysis.
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Contact us for a demonstration
or a personalized quote!

*This information is subject to change
without notice.
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